
GO:0003674
molecular_function

1.000000
999 / 9496

GO:0003824
catalytic activity

0.004302
447 / 3876

GO:0005488
binding

0.863400
433 / 4266

GO:0008483
transaminase activity

0.000143
13 / 40

GO:0016491
oxidoreductase activity

0.000642
112 / 797

GO:0016597
amino acid binding

0.000138
9 / 21

GO:0016740
transferase activity

0.724093
144 / 1425

GO:0016769
transferase activity, transferring nitrogenous groups

0.000143
13 / 40

GO:0030170
pyridoxal phosphate binding

0.001299
14 / 55

GO:0031406
carboxylic acid binding

0.007044
9 / 34

GO:0036094
small molecule binding

0.932173
135 / 1429

GO:0043167
ion binding
0.629494

232 / 2241

GO:0043168
anion binding

0.893566
111 / 1166

GO:0043177
organic acid binding

0.007044
9 / 34

GO:0048037
cofactor binding

0.012460
38 / 250

GO:0097159
organic cyclic compound binding

0.967458
255 / 2653

GO:1901363
heterocyclic compound binding

0.963303
255 / 2646


