
GO:0000166
nucleotide binding

0.725209
63 / 1977

GO:0001882
nucleoside binding

0.367261
48 / 1343

GO:0001883
purine nucleoside binding

0.354961
48 / 1337

GO:0003674
molecular_function

1.000000
405 / 11957

GO:0005488
binding

0.170220
202 / 5671

GO:0005525
GTP binding

0.001814
14 / 169

GO:0008601
protein phosphatase type 2A regulator activity

0.000517
4 / 12

GO:0017076
purine nucleotide binding

0.307758
49 / 1342

GO:0019001
guanyl nucleotide binding

0.001917
14 / 170

GO:0019208
phosphatase regulator activity

6.76e−05
5 / 14

GO:0019888
protein phosphatase regulator activity

4.47e−05
5 / 13

GO:0030234
enzyme regulator activity

0.023513
10 / 143

GO:0032549
ribonucleoside binding

0.365204
48 / 1342

GO:0032550
purine ribonucleoside binding

0.354961
48 / 1337

GO:0032553
ribonucleotide binding

0.329244
49 / 1353

GO:0032555
purine ribonucleotide binding

0.300075
49 / 1338

GO:0032561
guanyl ribonucleotide binding

0.001814
14 / 169

GO:0035639
purine ribonucleoside triphosphate binding

0.373176
46 / 1288

GO:0036094
small molecule binding

0.609439
67 / 2027

GO:0043167
ion binding
0.089122

116 / 3065

GO:0043168
anion binding

0.307709
59 / 1629

GO:0097159
organic cyclic compound binding

0.282106
129 / 3640

GO:0097367
carbohydrate derivative binding

0.353218
49 / 1365

GO:0098772
molecular function regulator

0.023748
11 / 164

GO:1901265
nucleoside phosphate binding

0.725209
63 / 1977

GO:1901363
heterocyclic compound binding

0.272084
129 / 3632


