
GO:0003006
developmental process involved in reproduction

0.02122
17 / 970

GO:0006139
nucleobase−containing compound metabolic process

0.59099
20 / 1982

GO:0006351
transcription, DNA−templated

0.07226
17 / 1129

GO:0006352
DNA−templated transcription, initiation

0.02528
2 / 24

GO:0006725
cellular aromatic compound metabolic process

0.89332
20 / 2399

GO:0006807
nitrogen compound metabolic process

0.76451
23 / 2482

GO:0007275
multicellular organismal development

0.30426
19 / 1610

GO:0008150
biological_process

1.00000
106 / 10235

GO:0008152
metabolic process

0.90714
56 / 6005

GO:0009058
biosynthetic process

0.73564
32 / 3337

GO:0009059
macromolecule biosynthetic process

0.23740
24 / 1994

GO:0009790
embryo development

0.05364
6 / 261

GO:0009791
post−embryonic development

0.20425
13 / 972

GO:0009793
embryo development ending in seed dormancy

0.02979
6 / 226

GO:0009987
cellular process

0.97126
56 / 6281

GO:0010154
fruit development

0.00137
10 / 310

GO:0010467
gene expression

0.08318
21 / 1488

GO:0016070
RNA metabolic process

0.13970
20 / 1503

GO:0018130
heterocycle biosynthetic process

0.34319
17 / 1463

GO:0019438
aromatic compound biosynthetic process

0.49989
17 / 1604

GO:0022414
reproductive process

0.03206
17 / 1018

GO:0032501
multicellular organismal process

0.21420
22 / 1783

GO:0032502
developmental process

0.29781
22 / 1880

GO:0032774
RNA biosynthetic process

0.07273
17 / 1130

GO:0034641
cellular nitrogen compound metabolic process

0.81837
20 / 2257

GO:0034645
cellular macromolecule biosynthetic process

0.22001
24 / 1972

GO:0034654
nucleobase−containing compound biosynthetic process

0.14951
17 / 1256

GO:0043170
macromolecule metabolic process

0.77692
35 / 3695

GO:0044237
cellular metabolic process

0.94508
44 / 4989

GO:0044238
primary metabolic process

0.73550
48 / 4898

GO:0044249
cellular biosynthetic process

0.67816
30 / 3063

GO:0044260
cellular macromolecule metabolic process

0.75773
33 / 3468

GO:0044271
cellular nitrogen compound biosynthetic process

0.32923
17 / 1450

GO:0044699
single−organism process

0.60552
59 / 5778

GO:0044702
single organism reproductive process

0.02546
15 / 838

GO:0044707
single−multicellular organism process

0.32832
19 / 1634

GO:0044767
single−organism developmental process

0.26893
22 / 1848

GO:0046483
heterocycle metabolic process

0.79805
20 / 2226

GO:0048316
seed development

0.00387
9 / 300

GO:0048366
leaf development

0.13257
4 / 189

GO:0048367
shoot system development

0.73344
5 / 586

GO:0048608
reproductive structure development

0.04563
13 / 750

GO:0048731
system development

0.21097
16 / 1242

GO:0048825
cotyledon development

0.00393
3 / 31

GO:0048827
phyllome development

0.36234
5 / 382

GO:0048856
anatomical structure development

0.29451
20 / 1692

GO:0061458
reproductive system development

0.04563
13 / 750

GO:0071704
organic substance metabolic process

0.93485
48 / 5334

GO:0090304
nucleic acid metabolic process

0.33259
20 / 1731

GO:0097659
nucleic acid−templated transcription

0.07226
17 / 1129

GO:1901360
organic cyclic compound metabolic process

0.83642
22 / 2492

GO:1901362
organic cyclic compound biosynthetic process

0.39585
19 / 1699

GO:1901576
organic substance biosynthetic process

0.63979
32 / 3211


