
GO:0003674
molecular_function

1.000000
587 / 6994

GO:0003824
catalytic activity

0.039664
275 / 3030

GO:0004364
glutathione transferase activity

4.50e−07
13 / 31

GO:0008194
UDP−glycosyltransferase activity

0.001466
17 / 92

GO:0016491
oxidoreductase activity

2.41e−05
83 / 640

GO:0016740
transferase activity

0.172463
102 / 1114

GO:0016757
transferase activity, transferring glycosyl groups

0.109377
22 / 199

GO:0016758
transferase activity, transferring hexosyl groups

0.011676
20 / 139

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

4.78e−05
15 / 57

GO:0035251
UDP−glucosyltransferase activity

0.000369
12 / 47

GO:0046527
glucosyltransferase activity

0.000397
13 / 54


