
GO:0003674
molecular_function

1.000000
1136 / 7503

GO:0003824
catalytic activity

0.000330
550 / 3282

GO:0005488
binding

0.239929
545 / 3524

GO:0016168
chlorophyll binding

0.001112
8 / 16

GO:0016301
kinase activity

0.189054
86 / 519

GO:0016491
oxidoreductase activity

0.007010
119 / 639

GO:0016701
oxidoreductase activity, acting on single donors with incorp...

0.000434
10 / 21

GO:0016740
transferase activity

0.185952
201 / 1256

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.372290
94 / 600

GO:0019200
carbohydrate kinase activity

0.004282
8 / 19

GO:0046906
tetrapyrrole binding

0.003342
32 / 131

GO:0097159
organic cyclic compound binding

0.798690
321 / 2195

GO:1901363
heterocyclic compound binding

0.780208
321 / 2189


