
GO:0000975
regulatory region DNA binding

0.000674
6 / 17

GO:0001067
regulatory region nucleic acid binding

0.000674
6 / 17

GO:0003674
molecular_function

1.000000
532 / 7708

GO:0003676
nucleic acid binding

0.999180
51 / 1068

GO:0003677
DNA binding

0.987589
32 / 650

GO:0003824
catalytic activity

0.875513
214 / 3277

GO:0004672
protein kinase activity

0.006449
42 / 412

GO:0004674
protein serine/threonine kinase activity

0.005283
37 / 348

GO:0005488
binding

0.990895
225 / 3632

GO:0016301
kinase activity

0.010577
50 / 523

GO:0016740
transferase activity

0.032225
106 / 1302

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.032970
55 / 624

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.006020
48 / 483

GO:0044212
transcription regulatory region DNA binding

0.000674
6 / 17

GO:0097159
organic cyclic compound binding

0.968926
143 / 2339

GO:1901363
heterocyclic compound binding

0.978248
141 / 2332


