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molecular_function

1.000000
1236 / 11117

GO:0003774
motor activity

0.003133
16 / 69

GO:0003777
microtubule motor activity

0.000586
15 / 54

GO:0003824
catalytic activity

0.027078
534 / 4516

GO:0004175
endopeptidase activity

0.062997
25 / 164

GO:0004176
ATP−dependent peptidase activity

0.000559
8 / 19

GO:0004222
metalloendopeptidase activity

7.36e−05
13 / 36

GO:0005488
binding

0.573712
566 / 5114

GO:0005515
protein binding

0.157793
161 / 1346

GO:0008233
peptidase activity

0.012745
45 / 290

GO:0008237
metallopeptidase activity

0.001726
13 / 48

GO:0016462
pyrophosphatase activity

0.019579
69 / 487

GO:0016740
transferase activity

0.484136
188 / 1683

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.001633
17 / 71

GO:0016787
hydrolase activity

0.212507
189 / 1612

GO:0016817
hydrolase activity, acting on acid anhydrides

0.027004
70 / 503

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.028171
69 / 496

GO:0016887
ATPase activity

0.135680
37 / 277

GO:0017111
nucleoside−triphosphatase activity

0.023180
66 / 467

GO:0042623
ATPase activity, coupled

0.554233
23 / 209

GO:0043621
protein self−association

1.00e−05
10 / 19

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.019366
43 / 282


