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molecular_function
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1625 / 9734

GO:0003824
catalytic activity

0.394808
648 / 3850

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.000487
56 / 219

GO:0005488
binding

0.835446
750 / 4597

GO:0005507
copper ion binding

0.006138
31 / 119

GO:0016491
oxidoreductase activity

0.313631
127 / 730

GO:0016645
oxidoreductase activity, acting on the CH−NH group of donors

0.004624
6 / 11

GO:0016740
transferase activity

0.473286
234 / 1394

GO:0016757
transferase activity, transferring glycosyl groups

0.081089
49 / 242

GO:0016758
transferase activity, transferring hexosyl groups

0.039108
37 / 167

GO:0016762
xyloglucan:xyloglucosyl transferase activity

0.002845
9 / 20

GO:0016787
hydrolase activity

0.177486
247 / 1405

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.001525
56 / 229

GO:0043167
ion binding
0.933688
380 / 2416

GO:0043169
cation binding

0.943040
186 / 1226

GO:0046872
metal ion binding

0.982769
165 / 1133

GO:0046914
transition metal ion binding

0.975873
127 / 881


