
GO:0001871
pattern binding

0.000112
8 / 14

GO:0003674
molecular_function

1.000000
1323 / 10231

GO:0003824
catalytic activity

0.634598
519 / 4054

GO:0005488
binding

0.994837
571 / 4747

GO:0005507
copper ion binding

0.002522
27 / 120

GO:0016740
transferase activity

0.484957
196 / 1509

GO:0016757
transferase activity, transferring glycosyl groups

0.119016
43 / 278

GO:0016758
transferase activity, transferring hexosyl groups

0.038587
34 / 194

GO:0016762
xyloglucan:xyloglucosyl transferase activity

0.004573
8 / 22

GO:0030246
carbohydrate binding

0.000939
24 / 96

GO:0030247
polysaccharide binding

0.000112
8 / 14

GO:0043167
ion binding
0.957111
302 / 2525

GO:0043169
cation binding

0.941171
156 / 1340

GO:0046872
metal ion binding

0.974603
139 / 1236

GO:0046914
transition metal ion binding

0.975132
106 / 964


