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molecular_function

1.000000
5756 / 9626

GO:0003676
nucleic acid binding

0.464938
826 / 1378

GO:0003723
RNA binding

0.000971
314 / 471

GO:0003735
structural constituent of ribosome

1.81e−08
226 / 302

GO:0003824
catalytic activity

0.083749
2473 / 4080

GO:0004175
endopeptidase activity

0.001918
113 / 159

GO:0005198
structural molecule activity

2.40e−06
275 / 388

GO:0005488
binding

0.113791
2822 / 4670

GO:0008233
peptidase activity

0.006945
187 / 279

GO:0016491
oxidoreductase activity

0.184122
463 / 754

GO:0016614
oxidoreductase activity, acting on CH−OH group of donors

0.017628
84 / 121

GO:0016615
malate dehydrogenase activity

0.002080
12 / 12

GO:0016787
hydrolase activity

0.485709
864 / 1443

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.005230
177 / 262

GO:0097159
organic cyclic compound binding

0.832860
1755 / 2970

GO:1901363
heterocyclic compound binding

0.839928
1749 / 2961


