
GO:0003674
molecular_function

1.00000
5338 / 9800

GO:0003735
structural constituent of ribosome

1.47e−06
197 / 290

GO:0003824
catalytic activity

0.01817
2342 / 4205

GO:0005198
structural molecule activity

2.46e−05
244 / 377

GO:0005488
binding
0.38917

2598 / 4756

GO:0005507
copper ion binding

0.00254
102 / 155

GO:0016301
kinase activity

0.86784
320 / 611

GO:0016740
transferase activity

0.76116
845 / 1574

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.95271
377 / 731

GO:0016853
isomerase activity

0.00312
101 / 154

GO:0019200
carbohydrate kinase activity

0.00496
23 / 29

GO:0043167
ion binding

0.52760
1376 / 2528

GO:0043169
cation binding

0.68090
704 / 1306

GO:0046872
metal ion binding

0.48070
674 / 1235

GO:0046914
transition metal ion binding

0.55560
523 / 963


