
GO:0000156
phosphorelay response regulator activity

0.00338
4 / 15

GO:0000975
regulatory region DNA binding

0.03064
3 / 16

GO:0000976
transcription regulatory region sequence−specific DNA bindin...

0.01370
3 / 12

GO:0001067
regulatory region nucleic acid binding

0.03064
3 / 16

GO:0003674
molecular_function

1.00000
313 / 7133

GO:0003676
nucleic acid binding

0.81046
43 / 1094

GO:0003677
DNA binding

0.25204
32 / 644

GO:0003824
catalytic activity

0.36936
134 / 2978

GO:0004180
carboxypeptidase activity

0.00338
4 / 15

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.02458
11 / 128

GO:0004871
signal transducer activity

0.23208
5 / 75

GO:0005057
receptor signaling protein activity

0.03635
4 / 29

GO:0005488
binding
0.93800

140 / 3482

GO:0008233
peptidase activity

0.03649
14 / 188

GO:0008238
exopeptidase activity

0.01539
5 / 34

GO:0008378
galactosyltransferase activity

0.00798
3 / 10

GO:0015926
glucosidase activity

0.00798
3 / 10

GO:0016740
transferase activity

0.85797
44 / 1146

GO:0016757
transferase activity, transferring glycosyl groups

0.08936
13 / 196

GO:0016758
transferase activity, transferring hexosyl groups

0.04534
10 / 124

GO:0016787
hydrolase activity

0.02886
59 / 1061

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.03964
11 / 138

GO:0043565
sequence−specific DNA binding

0.32384
8 / 148

GO:0044212
transcription regulatory region DNA binding

0.03064
3 / 16

GO:0060089
molecular transducer activity

0.35205
5 / 89

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.14614
11 / 175

GO:0097159
organic cyclic compound binding

0.94319
88 / 2283

GO:1901363
heterocyclic compound binding

0.94069
88 / 2279


