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carbohydrate metabolic process

5.72e−06
125 / 1269
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protein complex assembly
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62 / 605
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response to stress

0.084792
167 / 2253
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biological_process

1.000000
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metabolic process
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519 / 7448

GO:0009056
catabolic process

3.83e−06
123 / 1234

GO:0010033
response to organic substance

0.004393
124 / 1474

GO:0016043
cellular component organization

6.49e−05
203 / 2367

GO:0016052
carbohydrate catabolic process

5.29e−07
47 / 326

GO:0022607
cellular component assembly

0.002636
72 / 771

GO:0034622
cellular macromolecular complex assembly

0.000467
60 / 577

GO:0035966
response to topologically incorrect protein

2.97e−06
33 / 207

GO:0042221
response to chemical

0.003733
170 / 2094

GO:0043248
proteasome assembly

2.88e−08
31 / 154

GO:0043623
cellular protein complex assembly

0.001247
53 / 515

GO:0043933
macromolecular complex subunit organization

3.97e−06
100 / 953

GO:0044085
cellular component biogenesis

0.007602
99 / 1162

GO:0044238
primary metabolic process

0.004180
459 / 6261

GO:0044699
single−organism process

0.000656
523 / 7099

GO:0044710
single−organism metabolic process

0.003688
316 / 4157

GO:0044712
single−organism catabolic process

0.000264
79 / 795

GO:0044723
single−organism carbohydrate metabolic process

5.13e−07
107 / 994

GO:0044724
single−organism carbohydrate catabolic process

3.22e−08
46 / 288

GO:0050896
response to stimulus

0.010347
286 / 3795

GO:0051788
response to misfolded protein

2.88e−08
31 / 154

GO:0065003
macromolecular complex assembly

0.000238
65 / 622

GO:0070271
protein complex biogenesis

0.000602
62 / 607

GO:0071704
organic substance metabolic process

0.009999
484 / 6699

GO:0071822
protein complex subunit organization

0.000105
69 / 652

GO:0071840
cellular component organization or biogenesis

0.000203
220 / 2646

GO:0080129
proteasome core complex assembly

7.67e−08
25 / 112

GO:1901575
organic substance catabolic process

1.38e−06
112 / 1075


