
GO:0001871
pattern binding

0.001562
10 / 10

GO:0003674
molecular_function

1.000000
5328 / 10163

GO:0003824
catalytic activity

0.037413
2185 / 4083

GO:0005488
binding

0.000718
2607 / 4819

GO:0005515
protein binding

8.78e−06
759 / 1309

GO:0008233
peptidase activity

0.548357
151 / 289

GO:0008237
metallopeptidase activity

0.000516
38 / 50

GO:0016787
hydrolase activity

0.209049
823 / 1541

GO:0030246
carbohydrate binding

0.464943
46 / 86

GO:0030247
polysaccharide binding

0.001562
10 / 10

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.583349
144 / 277


