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RNA methylation

< 1e−20
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GO:0006139
nucleobase−containing compound metabolic process

1.08e−09
1596 / 2068

GO:0006725
cellular aromatic compound metabolic process

2.09e−10
1731 / 2245

GO:0006807
nitrogen compound metabolic process

1.96e−12
1833 / 2367
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biological_process

1
5379 / 7450

GO:0008152
metabolic process

2.38e−11
3446 / 4600

GO:0009451
RNA modification

4.27e−10
231 / 263
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cellular process

2.19e−15
3665 / 4874

GO:0016070
RNA metabolic process

7.55e−05
1191 / 1567

GO:0032259
methylation

< 1e−20
423 / 465

GO:0034641
cellular nitrogen compound metabolic process

7.02e−10
1710 / 2221

GO:0043170
macromolecule metabolic process

3.86e−09
2477 / 3277

GO:0043412
macromolecule modification

6.65e−07
1055 / 1362

GO:0043414
macromolecule methylation

< 1e−20
417 / 458

GO:0044237
cellular metabolic process

1.67e−11
3023 / 4009

GO:0044238
primary metabolic process

1.23e−12
3054 / 4042

GO:0044260
cellular macromolecule metabolic process

8.35e−08
2325 / 3082

GO:0046483
heterocycle metabolic process

2.09e−10
1703 / 2207

GO:0071704
organic substance metabolic process

1.15e−14
3217 / 4252

GO:0071840
cellular component organization or biogenesis

2.58e−16
1400 / 1758

GO:0090304
nucleic acid metabolic process

1.32e−06
1405 / 1838

GO:1901360
organic cyclic compound metabolic process

8.85e−13
1832 / 2363


