
GO:0003674
molecular_function

1.0000
5184 / 7179

GO:0003735
structural constituent of ribosome

1.78e−09
248 / 286

GO:0003824
catalytic activity

0.0642
2065 / 2820

GO:0004312
fatty acid synthase activity

0.0145
13 / 13

GO:0005198
structural molecule activity

2.63e−06
275 / 332

GO:0005488
binding
0.0702

2571 / 3521

GO:0005507
copper ion binding

0.0143
69 / 83

GO:0016740
transferase activity

0.2891
830 / 1138

GO:0016746
transferase activity, transferring acyl groups

0.0464
77 / 96

GO:0016747
transferase activity, transferring acyl groups other than am...

0.1029
61 / 77

GO:0043167
ion binding

0.0812
1292 / 1757

GO:0043169
cation binding

0.0854
623 / 839

GO:0044877
macromolecular complex binding

0.0125
52 / 61

GO:0046872
metal ion binding

0.1667
581 / 788

GO:0046914
transition metal ion binding

0.0512
478 / 637


