
GO:0003674
molecular_function

1.000000
248 / 8382

GO:0003824
catalytic activity

0.984497
86 / 3442

GO:0004364
glutathione transferase activity

0.001225
5 / 28

GO:0005488
binding

0.026299
129 / 3836

GO:0005515
protein binding

0.000927
46 / 981

GO:0008194
UDP−glycosyltransferase activity

0.032709
7 / 103

GO:0016740
transferase activity

0.849550
32 / 1258

GO:0016757
transferase activity, transferring glycosyl groups

0.457901
7 / 216

GO:0016758
transferase activity, transferring hexosyl groups

0.179468
7 / 156

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.031773
5 / 60

GO:0031072
heat shock protein binding

0.003040
6 / 49

GO:0035251
UDP−glucosyltransferase activity

0.003040
6 / 49

GO:0046527
glucosyltransferase activity

0.007669
6 / 59

GO:0051082
unfolded protein binding

0.000694
7 / 51

GO:0080044
quercetin 7−O−glucosyltransferase activity

0.002632
3 / 10


