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molecular_function
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structural constituent of ribosome

1.61e−05
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catalytic activity
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41 / 3746
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structural molecule activity
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transporter activity
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GO:0008324
cation transmembrane transporter activity

0.164525
5 / 199

GO:0015075
ion transmembrane transporter activity

0.143954
7 / 298

GO:0015077
monovalent inorganic cation transmembrane transporter activi...

0.039209
4 / 88

GO:0015078
hydrogen ion transmembrane transporter activity

0.006319
4 / 51

GO:0015399
primary active transmembrane transporter activity

0.091029
4 / 117

GO:0015405
P−P−bond−hydrolysis−driven transmembrane transporter activit...

0.091029
4 / 117

GO:0016462
pyrophosphatase activity

0.182506
10 / 494

GO:0016787
hydrolase activity

0.895028
15 / 1336

GO:0016817
hydrolase activity, acting on acid anhydrides

0.200213
10 / 505

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.188858
10 / 498

GO:0016820
hydrolase activity, acting on acid anhydrides, catalyzing tr...

0.066808
4 / 105

GO:0016887
ATPase activity

0.059861
8 / 289

GO:0017111
nucleoside−triphosphatase activity

0.162583
10 / 481

GO:0019829
cation−transporting ATPase activity

0.021505
3 / 41

GO:0022804
active transmembrane transporter activity

0.484010
4 / 246

GO:0022857
transmembrane transporter activity

0.169594
9 / 427

GO:0022890
inorganic cation transmembrane transporter activity

0.128885
4 / 133

GO:0022891
substrate−specific transmembrane transporter activity

0.068987
9 / 350

GO:0022892
substrate−specific transporter activity

0.037997
11 / 413

GO:0036442
hydrogen−exporting ATPase activity

0.002098
3 / 18

GO:0042623
ATPase activity, coupled

0.108406
6 / 224

GO:0042625
ATPase activity, coupled to transmembrane movement of ions

0.045756
3 / 55

GO:0042626
ATPase activity, coupled to transmembrane movement of substa...

0.066808
4 / 105

GO:0043492
ATPase activity, coupled to movement of substances

0.066808
4 / 105

GO:0044769
ATPase activity, coupled to transmembrane movement of ions, ...

0.001470
3 / 16

GO:0046933
proton−transporting ATP synthase activity, rotational mechan...

0.000775
3 / 13

GO:0046961
proton−transporting ATPase activity, rotational mechanism

0.000775
3 / 13


