
GO:0000975
regulatory region DNA binding

0.01198
3 / 19

GO:0000976
transcription regulatory region sequence−specific DNA bindin...

0.00237
3 / 11

GO:0001067
regulatory region nucleic acid binding

0.01198
3 / 19

GO:0003674
molecular_function

1.00000
263 / 10236

GO:0003676
nucleic acid binding

0.82993
31 / 1391

GO:0003677
DNA binding

0.63737
20 / 823

GO:0003824
catalytic activity

0.26601
115 / 4265

GO:0005488
binding
0.76406

119 / 4836

GO:0005515
protein binding

0.61689
31 / 1252

GO:0016787
hydrolase activity

0.44590
39 / 1473

GO:0016788
hydrolase activity, acting on ester bonds

0.03275
18 / 437

GO:0016790
thiolester hydrolase activity

0.01028
3 / 18

GO:0042802
identical protein binding

0.02979
7 / 116

GO:0042803
protein homodimerization activity

0.00817
5 / 49

GO:0043565
sequence−specific DNA binding

0.36738
6 / 191

GO:0044212
transcription regulatory region DNA binding

0.01198
3 / 19

GO:0046983
protein dimerization activity

0.10719
7 / 156

GO:0097159
organic cyclic compound binding

0.73946
76 / 3124

GO:1901363
heterocyclic compound binding

0.72922
76 / 3115


