
GO:0003674
molecular_function

1.0000
3084 / 12294

GO:0003755
peptidyl−prolyl cis−trans isomerase activity

2.29e−06
27 / 47

GO:0003824
catalytic activity

0.1157
1244 / 4845

GO:0004175
endopeptidase activity

0.1094
49 / 166

GO:0004298
threonine−type endopeptidase activity

2.53e−05
15 / 22

GO:0005488
binding
0.1534

1430 / 5601

GO:0005515
protein binding

2.11e−05
423 / 1429

GO:0008233
peptidase activity

0.0143
92 / 299

GO:0016787
hydrolase activity

0.6845
405 / 1644

GO:0016853
isomerase activity

2.35e−07
70 / 161

GO:0016859
cis−trans isomerase activity

3.08e−07
30 / 51

GO:0070003
threonine−type peptidase activity

2.53e−05
15 / 22

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.0258
86 / 284


