
GO:0003674
molecular_function

1.000000
1720 / 13058

GO:0005488
binding

0.020740
842 / 6090

GO:0005515
protein binding

0.000555
253 / 1597

GO:0005527
macrolide binding

0.000311
9 / 19

GO:0005528
FK506 binding

0.000311
9 / 19

GO:0008144
drug binding

8.04e−05
10 / 20

GO:0031072
heat shock protein binding

3.78e−06
24 / 69

GO:0051082
unfolded protein binding

4.33e−07
27 / 75

GO:0097159
organic cyclic compound binding

0.717447
504 / 3900

GO:1901363
heterocyclic compound binding

0.716528
503 / 3892


