
GO:0003674
molecular_function

1.000000
1998 / 7217

GO:0003824
catalytic activity

0.002781
847 / 2871

GO:0004175
endopeptidase activity

0.030985
36 / 98

GO:0004298
threonine−type endopeptidase activity

0.001862
10 / 15

GO:0005488
binding

0.004346
1011 / 3470

GO:0005515
protein binding

0.007580
315 / 1019

GO:0008233
peptidase activity

0.112326
54 / 168

GO:0016491
oxidoreductase activity

0.000745
192 / 572

GO:0016787
hydrolase activity

0.457325
259 / 929

GO:0031072
heat shock protein binding

0.000268
27 / 53

GO:0043167
ion binding
0.007975
569 / 1907

GO:0043169
cation binding

0.000192
321 / 988

GO:0046872
metal ion binding

9.9e−05
309 / 940

GO:0070003
threonine−type peptidase activity

0.001862
10 / 15

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.113196
51 / 158


