
GO:0006139
nucleobase−containing compound metabolic process

0.003678
84 / 2068

GO:0006351
transcription, DNA−templated

3.25e−05
60 / 1153

GO:0006355
regulation of transcription, DNA−templated

2.77e−05
56 / 1045

GO:0006725
cellular aromatic compound metabolic process

0.008860
91 / 2344

GO:0006807
nitrogen compound metabolic process

0.023125
91 / 2431

GO:0008150
biological_process

1.000000
293 / 9422

GO:0008152
metabolic process

0.110428
176 / 5315

GO:0009058
biosynthetic process

0.002457
115 / 2963

GO:0009059
macromolecule biosynthetic process

0.000173
87 / 1963

GO:0009889
regulation of biosynthetic process

3.31e−05
59 / 1128

GO:0009987
cellular process

0.136536
183 / 5577

GO:0010467
gene expression

3.39e−05
80 / 1686

GO:0010468
regulation of gene expression

2.22e−05
61 / 1164

GO:0010556
regulation of macromolecule biosynthetic process

7.94e−05
56 / 1085

GO:0016070
RNA metabolic process

0.000841
73 / 1657

GO:0018130
heterocycle biosynthetic process

0.000169
66 / 1381

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.000124
56 / 1103

GO:0019222
regulation of metabolic process

0.000110
68 / 1415

GO:0019438
aromatic compound biosynthetic process

0.000136
69 / 1452

GO:0031323
regulation of cellular metabolic process

0.000403
59 / 1234

GO:0031326
regulation of cellular biosynthetic process

0.000105
56 / 1096

GO:0032774
RNA biosynthetic process

3.43e−05
60 / 1155

GO:0034641
cellular nitrogen compound metabolic process

0.008102
88 / 2247

GO:0034645
cellular macromolecule biosynthetic process

0.000414
84 / 1927

GO:0034654
nucleobase−containing compound biosynthetic process

5.38e−05
63 / 1251

GO:0043170
macromolecule metabolic process

0.047864
123 / 3501

GO:0044237
cellular metabolic process

0.170018
148 / 4485

GO:0044238
primary metabolic process

0.137619
148 / 4448

GO:0044249
cellular biosynthetic process

0.009844
105 / 2776

GO:0044260
cellular macromolecule metabolic process

0.089924
114 / 3302

GO:0044271
cellular nitrogen compound biosynthetic process

0.000279
65 / 1378

GO:0046483
heterocycle metabolic process

0.007621
88 / 2242

GO:0050789
regulation of biological process

0.001809
94 / 2311

GO:0050794
regulation of cellular process

0.009241
79 / 1991

GO:0051171
regulation of nitrogen compound metabolic process

0.000158
56 / 1113

GO:0051252
regulation of RNA metabolic process

3.35e−05
56 / 1052

GO:0060255
regulation of macromolecule metabolic process

0.000195
61 / 1254

GO:0065007
biological regulation

0.000398
104 / 2504

GO:0071704
organic substance metabolic process

0.102748
159 / 4754

GO:0080090
regulation of primary metabolic process

0.000311
59 / 1222

GO:0090304
nucleic acid metabolic process

0.001922
80 / 1907

GO:0097659
nucleic acid−templated transcription

3.25e−05
60 / 1153

GO:1901360
organic cyclic compound metabolic process

0.010676
93 / 2420

GO:1901362
organic cyclic compound biosynthetic process

0.000259
71 / 1538

GO:1901576
organic substance biosynthetic process

0.006351
109 / 2859

GO:1903506
regulation of nucleic acid−templated transcription

2.77e−05
56 / 1045

GO:2000112
regulation of cellular macromolecule biosynthetic process

7.94e−05
56 / 1085

GO:2001141
regulation of RNA biosynthetic process

2.77e−05
56 / 1045


