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organelle organization

0.000214
356 / 1026

GO:0008150
biological_process

1.000000
2528 / 8461

GO:0008152
metabolic process

0.966451
1467 / 5035

GO:0009892
negative regulation of metabolic process

0.000921
144 / 387

GO:0009987
cellular process

0.879000
1547 / 5256

GO:0010467
gene expression

0.001814
555 / 1691

GO:0010468
regulation of gene expression

2.72e−05
419 / 1200

GO:0010605
negative regulation of macromolecule metabolic process

0.000317
137 / 358

GO:0010608
posttranscriptional regulation of gene expression

0.000180
73 / 170

GO:0010629
negative regulation of gene expression

0.000226
130 / 335

GO:0016043
cellular component organization

0.063353
480 / 1522

GO:0016246
RNA interference

1.71e−06
64 / 129

GO:0016441
posttranscriptional gene silencing

1.36e−06
67 / 136

GO:0016458
gene silencing

1.93e−05
110 / 263

GO:0019222
regulation of metabolic process

0.004592
475 / 1449

GO:0022414
reproductive process

1.32e−05
401 / 1136

GO:0031047
gene silencing by RNA

1.48e−05
94 / 217

GO:0035194
posttranscriptional gene silencing by RNA

2.77e−06
65 / 133

GO:0040029
regulation of gene expression, epigenetic

0.000229
117 / 297

GO:0043170
macromolecule metabolic process

0.121006
1075 / 3515

GO:0044699
single−organism process

0.703023
1341 / 4524

GO:0044763
single−organism cellular process

0.790214
1045 / 3552

GO:0048519
negative regulation of biological process

0.026709
214 / 642

GO:0050789
regulation of biological process

0.016110
741 / 2343

GO:0051276
chromosome organization

5.40e−06
185 / 472

GO:0060255
regulation of macromolecule metabolic process

6.32e−05
442 / 1282

GO:0065007
biological regulation

0.009778
783 / 2469

GO:0071704
organic substance metabolic process

0.565038
1364 / 4575

GO:0071840
cellular component organization or biogenesis

0.118067
516 / 1659


