
GO:0000278

mitotic cell cycle

0.002767

49 / 275

GO:0000281

mitotic cytokinesis

2.31e−05

34 / 137

GO:0000910

cytokinesis

4.51e−05

35 / 147

GO:0006325

chromatin organization

0.003970

62 / 371

GO:0006464

cellular protein modification process

0.026818

161 / 1168

GO:0006468

protein phosphorylation

0.033525

69 / 464

GO:0006479

protein methylation

0.000364

44 / 219

GO:0006793

phosphorus metabolic process

0.005160

154 / 1062

GO:0006796

phosphate−containing compound metabolic process

0.007068

150 / 1040

GO:0006996

organelle organization

0.001170

153 / 1017

GO:0007049

cell cycle

0.004084

72 / 443

GO:0008150

biological_process

1.000000

944 / 7849

GO:0008152

metabolic process

0.000111

615 / 4678

GO:0008213

protein alkylation

0.000364

44 / 219

GO:0009987

cellular process

0.000156

646 / 4954

GO:0016043

cellular component organization

0.025715

195 / 1435

GO:0016310

phosphorylation

0.059719

75 / 525

GO:0016568

chromatin modification

0.001507

56 / 315

GO:0016569

covalent chromatin modification

0.001163

54 / 298

GO:0016570

histone modification

6.31e−05

53 / 260

GO:0016571

histone methylation

0.000421

43 / 214

GO:0016572

histone phosphorylation

9.85e−06

18 / 50

GO:0018022

peptidyl−lysine methylation

1.34e−05

41 / 174

GO:0018193

peptidyl−amino acid modification

0.000386

49 / 252

GO:0018205

peptidyl−lysine modification

0.000426

45 / 227

GO:0019538

protein metabolic process

0.037096

241 / 1818

GO:0022402

cell cycle process

0.021757

50 / 314

GO:0032259

methylation

0.000215

68 / 372

GO:0032506

cytokinetic process

1.65e−05

34 / 135

GO:0034968

histone lysine methylation

1.34e−05

41 / 174

GO:0036211

protein modification process

0.026818

161 / 1168

GO:0043170

macromolecule metabolic process

0.012413

421 / 3231

GO:0043412

macromolecule modification

0.022338

190 / 1390

GO:0043414

macromolecule methylation

0.000120

68 / 365

GO:0043933

macromolecular complex subunit organization

0.027271

87 / 595

GO:0044237

cellular metabolic process

0.000695

535 / 4062

GO:0044238

primary metabolic process

0.003496

524 / 4030

GO:0044260

cellular macromolecule metabolic process

0.023628

396 / 3056

GO:0044267

cellular protein metabolic process

0.045799

222 / 1675

GO:0044699

single−organism process

5.29e−05

576 / 4325

GO:0044710

single−organism metabolic process

0.029259

323 / 2470

GO:0044763

single−organism cellular process

0.001948

446 / 3361

GO:0051276

chromosome organization

0.015633

72 / 469

GO:0051301

cell division

0.000219

46 / 227

GO:0061640

cytoskeleton−dependent cytokinesis

2.72e−05

34 / 138

GO:0071704

organic substance metabolic process

3.19e−05

575 / 4302

GO:0071840

cellular component organization or biogenesis

0.022765

219 / 1621

GO:1902410

mitotic cytokinetic process

1.65e−05

34 / 135

GO:1902589

single−organism organelle organization

0.048211

87 / 611

GO:1903047

mitotic cell cycle process

4.15e−05

41 / 182


