
GO:0006139
nucleobase−containing compound metabolic process

0.174218
190 / 1896

GO:0006259
DNA metabolic process

2.75e−07
65 / 365

GO:0006260
DNA replication

7.33e−08
35 / 142

GO:0006508
proteolysis
0.013521
51 / 397

GO:0006511
ubiquitin−dependent protein catabolic process

0.000358
33 / 189

GO:0006725
cellular aromatic compound metabolic process

0.101473
229 / 2259

GO:0006807
nitrogen compound metabolic process

0.428316
219 / 2293

GO:0006950
response to stress

9.04e−08
240 / 1894

GO:0008150
biological_process

1.000000
841 / 8912

GO:0008152
metabolic process

0.138940
513 / 5275

GO:0009056
catabolic process

0.030393
93 / 819

GO:0009057
macromolecule catabolic process

0.007381
43 / 313

GO:0009058
biosynthetic process

0.027667
314 / 3055

GO:0009059
macromolecule biosynthetic process

0.139755
193 / 1910

GO:0009987
cellular process

0.070814
546 / 5573

GO:0010498
proteasomal protein catabolic process

2.59e−07
28 / 105

GO:0019538
protein metabolic process

0.041411
207 / 1976

GO:0019941
modification−dependent protein catabolic process

0.000435
33 / 191

GO:0030163
protein catabolic process

0.000953
39 / 248

GO:0034641
cellular nitrogen compound metabolic process

0.365979
203 / 2104

GO:0034645
cellular macromolecule biosynthetic process

0.128213
191 / 1883

GO:0043161
proteasome−mediated ubiquitin−dependent protein catabolic pr...

1.98e−07
23 / 75

GO:0043170
macromolecule metabolic process

0.094850
340 / 3411

GO:0043632
modification−dependent macromolecule catabolic process

0.000435
33 / 191

GO:0044237
cellular metabolic process

0.012345
455 / 4488

GO:0044238
primary metabolic process

0.144810
424 / 4333

GO:0044248
cellular catabolic process

0.107989
76 / 702

GO:0044249
cellular biosynthetic process

0.056608
290 / 2851

GO:0044257
cellular protein catabolic process

0.000758
38 / 237

GO:0044260
cellular macromolecule metabolic process

0.044332
327 / 3220

GO:0044265
cellular macromolecule catabolic process

0.003949
41 / 285

GO:0044267
cellular protein metabolic process

0.011685
196 / 1802

GO:0046483
heterocycle metabolic process

0.215596
207 / 2091

GO:0050896
response to stimulus

3.19e−05
333 / 2966

GO:0051603
proteolysis involved in cellular protein catabolic process

0.000201
38 / 222

GO:0071704
organic substance metabolic process

0.107645
461 / 4699

GO:0090304
nucleic acid metabolic process

0.077240
174 / 1675

GO:1901360
organic cyclic compound metabolic process

0.111726
237 / 2349

GO:1901575
organic substance catabolic process

0.112566
72 / 664

GO:1901576
organic substance biosynthetic process

0.027576
304 / 2951


