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oxidoreductase activity
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oxidoreductase activity, acting on CH−OH group of donors
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oxidoreductase activity, acting on the CH−OH group of donors...
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49 / 130

GO:0016740
transferase activity
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transferase activity, transferring acyl groups
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transferase activity, transferring acyl groups other than am...
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tetrapyrrole binding
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organic cyclic compound binding
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heterocyclic compound binding
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