
GO:0000226
microtubule cytoskeleton organization

0.0606
24 / 115

GO:0006325
chromatin organization

0.2353
47 / 279

GO:0006464
cellular protein modification process

0.4778
193 / 1266

GO:0006468
protein phosphorylation

0.4214
88 / 567

GO:0006793
phosphorus metabolic process

0.5530
190 / 1261

GO:0006796
phosphate−containing compound metabolic process

0.5585
185 / 1229

GO:0006810
transport
0.3474

244 / 1573

GO:0006811
ion transport

0.7531
80 / 562

GO:0006812
cation transport

0.9253
51 / 399

GO:0006818
hydrogen transport

0.4791
11 / 69

GO:0006862
nucleotide transport

0.0337
8 / 26

GO:0006996
organelle organization

0.3266
157 / 1001

GO:0007010
cytoskeleton organization

0.6424
37 / 255

GO:0007017
microtubule−based process

0.0828
28 / 142

GO:0007049
cell cycle
0.5668

57 / 381

GO:0007051
spindle organization

0.0386
7 / 22

GO:0008150
biological_process

1.0000
1452 / 9578

GO:0008152
metabolic process

0.8115
850 / 5704

GO:0009987
cellular process

0.7220
896 / 5973

GO:0010155
regulation of proton transport

0.0180
11 / 37

GO:0015672
monovalent inorganic cation transport

0.5436
21 / 139

GO:0015748
organophosphate ester transport

0.0841
9 / 36

GO:0015931
nucleobase−containing compound transport

0.2238
14 / 74

GO:0015992
proton transport

0.4791
11 / 69

GO:0016043
cellular component organization

0.3894
261 / 1694

GO:0016310
phosphorylation

0.5703
104 / 694

GO:0016568
chromatin modification

0.1797
38 / 216

GO:0016569
covalent chromatin modification

0.1364
37 / 204

GO:0016570
histone modification

0.1169
33 / 177

GO:0016572
histone phosphorylation

0.0236
9 / 29

GO:0019538
protein metabolic process

0.6587
310 / 2081

GO:0022402
cell cycle process

0.3238
44 / 270

GO:0032879
regulation of localization

0.0587
23 / 109

GO:0036211
protein modification process

0.4778
193 / 1266

GO:0043170
macromolecule metabolic process

0.7475
542 / 3647

GO:0043269
regulation of ion transport

0.0565
16 / 70

GO:0043412
macromolecule modification

0.6289
214 / 1436

GO:0043933
macromolecular complex subunit organization

0.5346
95 / 629

GO:0044237
cellular metabolic process

0.5402
722 / 4771

GO:0044238
primary metabolic process

0.8584
701 / 4745

GO:0044260
cellular macromolecule metabolic process

0.6640
510 / 3408

GO:0044267
cellular protein metabolic process

0.6383
279 / 1870

GO:0044699
single−organism process

0.8954
800 / 5418

GO:0044710
single−organism metabolic process

0.7083
467 / 3137

GO:0044763
single−organism cellular process

0.8793
615 / 4188

GO:0044765
single−organism transport

0.7351
204 / 1394

GO:0050789
regulation of biological process

0.5137
383 / 2527

GO:0051049
regulation of transport

0.0137
22 / 90

GO:0051179
localization

0.4226
260 / 1695

GO:0051234
establishment of localization

0.3316
249 / 1602

GO:0051276
chromosome organization

0.2843
61 / 374

GO:0065007
biological regulation

0.6873
409 / 2746

GO:0071702
organic substance transport

0.1541
140 / 853

GO:0071704
organic substance metabolic process

0.8519
759 / 5124

GO:0071705
nitrogen compound transport

0.2916
56 / 343

GO:0071822
protein complex subunit organization

0.5243
60 / 396

GO:0071840
cellular component organization or biogenesis

0.2700
294 / 1880

GO:1902578
single−organism localization

0.7255
206 / 1405

GO:1902589
single−organism organelle organization

0.3224
84 / 527


