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nucleotide binding
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GO:0003674
molecular_function

1.00000
1823 / 10566

GO:0003824
catalytic activity

0.21983
749 / 4253

GO:0004175
endopeptidase activity

0.02827
36 / 153

GO:0004190
aspartic−type endopeptidase activity

0.00673
14 / 41

GO:0004812
aminoacyl−tRNA ligase activity

0.01474
11 / 32

GO:0005488
binding
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GO:0008233
peptidase activity

0.05797
58 / 276

GO:0016787
hydrolase activity

0.34940
261 / 1480

GO:0016874
ligase activity

0.17009
27 / 130

GO:0016875
ligase activity, forming carbon−oxygen bonds

0.01474
11 / 32

GO:0016876
ligase activity, forming aminoacyl−tRNA and related compound...

0.01474
11 / 32

GO:0017076
purine nucleotide binding

0.04091
236 / 1238

GO:0030554
adenyl nucleotide binding

0.01439
218 / 1108

GO:0032553
ribonucleotide binding

0.05244
237 / 1252

GO:0032555
purine ribonucleotide binding

0.03849
236 / 1236

GO:0032559
adenyl ribonucleotide binding

0.01385
218 / 1107

GO:0036094
small molecule binding

0.38981
313 / 1788

GO:0070001
aspartic−type peptidase activity

0.00673
14 / 41

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.07234
55 / 264

GO:0097159
organic cyclic compound binding

0.57841
553 / 3223

GO:0097367
carbohydrate derivative binding

0.03421
243 / 1271

GO:1901265
nucleoside phosphate binding

0.40888
305 / 1746

GO:1901363
heterocyclic compound binding

0.55566
553 / 3217


