
GO:0001510
RNA methylation

< 1e−20
163 / 173

GO:0006139
nucleobase−containing compound metabolic process

< 1e−20
1130 / 2058

GO:0006725
cellular aromatic compound metabolic process

9.10e−20
1190 / 2283

GO:0006807
nitrogen compound metabolic process

5.44e−17
1216 / 2371

GO:0008150
biological_process

1
3608 / 8177

GO:0008152
metabolic process

1.14e−07
2325 / 5012

GO:0009451
RNA modification

< 1e−20
191 / 220

GO:0009987
cellular process

3.09e−09
2491 / 5364

GO:0016043
cellular component organization

< 1e−20
963 / 1720

GO:0016070
RNA metabolic process

4.72e−12
758 / 1451

GO:0032259
methylation

< 1e−20
376 / 469

GO:0034641
cellular nitrogen compound metabolic process

< 1e−20
1168 / 2195

GO:0043170
macromolecule metabolic process

< 1e−20
1784 / 3528

GO:0043412
macromolecule modification

1.80e−16
770 / 1428

GO:0043414
macromolecule methylation

< 1e−20
373 / 462

GO:0043933
macromolecular complex subunit organization

< 1e−20
548 / 827

GO:0044237
cellular metabolic process

1.40e−11
2093 / 4405

GO:0044238
primary metabolic process

8.72e−16
2119 / 4398

GO:0044260
cellular macromolecule metabolic process

< 1e−20
1708 / 3345

GO:0046483
heterocycle metabolic process

< 1e−20
1168 / 2189

GO:0071704
organic substance metabolic process

7.49e−13
2205 / 4640

GO:0071840
cellular component organization or biogenesis

< 1e−20
1143 / 1983

GO:0090304
nucleic acid metabolic process

< 1e−20
965 / 1768

GO:1901360
organic cyclic compound metabolic process

1.65e−19
1243 / 2400


