
GO:0003674
molecular_function

1.0000
2993 / 7814

GO:0003676
nucleic acid binding

3.15e−07
544 / 1215

GO:0003723
RNA binding

3.15e−09
214 / 410

GO:0003735
structural constituent of ribosome

< 1e−20
215 / 266

GO:0003824
catalytic activity

0.9999
1136 / 3169

GO:0004175
endopeptidase activity

0.0931
51 / 114

GO:0004298
threonine−type endopeptidase activity

4.66e−06
19 / 22

GO:0005198
structural molecule activity

< 1e−20
233 / 327

GO:0005488
binding
0.4066

1445 / 3758

GO:0008233
peptidase activity

0.1932
79 / 190

GO:0016787
hydrolase activity

0.9872
396 / 1120

GO:0070003
threonine−type peptidase activity

4.66e−06
19 / 22

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.2782
74 / 182

GO:0097159
organic cyclic compound binding

0.0223
998 / 2499

GO:1901363
heterocyclic compound binding

0.0241
995 / 2493


