
GO:0003674
molecular_function

1.000000
2710 / 10418

GO:0003676
nucleic acid binding

0.871520
327 / 1320

GO:0003723
RNA binding

0.004835
81 / 241

GO:0003727
single−stranded RNA binding

0.000224
14 / 22

GO:0003735
structural constituent of ribosome

8.78e−07
42 / 82

GO:0003824
catalytic activity

0.005141
1177 / 4305

GO:0005198
structural molecule activity

3.64e−06
66 / 154

GO:0005488
binding

0.540703
1245 / 4793

GO:0008187
poly−pyrimidine tract binding

1.94e−05
13 / 17

GO:0008266
poly(U) RNA binding

1.94e−05
13 / 17

GO:0016853
isomerase activity

0.000560
44 / 108

GO:0016859
cis−trans isomerase activity

2.85e−06
21 / 32

GO:0097159
organic cyclic compound binding

0.373510
784 / 2987

GO:1901363
heterocyclic compound binding

0.390713
781 / 2979


