
GO:0003674
molecular_function

1.0000
2798 / 8773

GO:0003676
nucleic acid binding

2.95e−06
512 / 1376

GO:0003723
RNA binding

5.11e−14
208 / 425

GO:0003735
structural constituent of ribosome

< 1e−20
217 / 267

GO:0003824
catalytic activity

0.9999
1032 / 3486

GO:0004175
endopeptidase activity

0.0407
47 / 118

GO:0004298
threonine−type endopeptidase activity

1.87e−07
19 / 22

GO:0005198
structural molecule activity

< 1e−20
232 / 325

GO:0005488
binding
0.3217

1360 / 4231

GO:0008233
peptidase activity

0.2181
70 / 202

GO:0016787
hydrolase activity

0.9196
356 / 1180

GO:0070003
threonine−type peptidase activity

1.87e−07
19 / 22

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.2506
66 / 192

GO:0097159
organic cyclic compound binding

0.0159
946 / 2827

GO:1901363
heterocyclic compound binding

0.0125
946 / 2821


