
GO:0000166

nucleotide binding

0.1064

11 / 1216

GO:0000988

protein binding transcription factor activity

0.0926

1 / 16

GO:0000989

transcription factor binding transcription factor activity

0.0815

1 / 14

GO:0001882

nucleoside binding

0.2728

7 / 873

GO:0001883

purine nucleoside binding

0.2718

7 / 872

GO:0003674

molecular_function

1.0000

47 / 7768

GO:0003712

transcription cofactor activity

0.0759

1 / 13

GO:0003824

catalytic activity

0.8310

16 / 3092

GO:0004659

prenyltransferase activity

0.0703

1 / 12

GO:0005488

binding

0.3970

22 / 3410

GO:0005509

calcium ion binding

0.0292

3 / 111

GO:0016740

transferase activity

0.4696

8 / 1227

GO:0016765

transferase activity, transferring alkyl or aryl (other than...

0.1967

1 / 36

GO:0016772

transferase activity, transferring phosphorus−containing gro...

0.2973

5 / 601

GO:0016779

nucleotidyltransferase activity

0.0788

2 / 77

GO:0017076

purine nucleotide binding

0.2757

7 / 876

GO:0030554

adenyl nucleotide binding

0.3044

6 / 755

GO:0032549

ribonucleoside binding

0.2728

7 / 873

GO:0032550

purine ribonucleoside binding

0.2718

7 / 872

GO:0032553

ribonucleotide binding

0.2796

7 / 880

GO:0032555

purine ribonucleotide binding

0.2718

7 / 872

GO:0032559

adenyl ribonucleotide binding

0.3011

6 / 752

GO:0036094

small molecule binding

0.1192

11 / 1242

GO:0043167

ion binding

0.1910

14 / 1817

GO:0043168

anion binding

0.2798

8 / 1030

GO:0043169

cation binding

0.1601

8 / 885

GO:0043531

ADP binding

0.0198

2 / 36

GO:0046872

metal ion binding

0.1132

8 / 814

GO:0097159

organic cyclic compound binding

0.0817

18 / 2176

GO:0097367

carbohydrate derivative binding

0.2874

7 / 888

GO:1901265

nucleoside phosphate binding

0.1064

11 / 1216

GO:1901363

heterocyclic compound binding

0.0799

18 / 2170


