
GO:0003674
molecular_function

1.000000
1616 / 12620

GO:0003824
catalytic activity

0.650361
633 / 4995

GO:0005488
binding

0.568534
726 / 5691

GO:0008047
enzyme activator activity

0.002698
9 / 25

GO:0015035
protein disulfide oxidoreductase activity

0.001625
16 / 57

GO:0015036
disulfide oxidoreductase activity

0.001050
17 / 60

GO:0016168
chlorophyll binding

0.000179
11 / 26

GO:0016491
oxidoreductase activity

0.521702
127 / 993

GO:0016638
oxidoreductase activity, acting on the CH−NH2 group of donor...

0.005158
10 / 32

GO:0016667
oxidoreductase activity, acting on a sulfur group of donors

0.022164
31 / 168

GO:0030234
enzyme regulator activity

0.006298
33 / 166

GO:0046906
tetrapyrrole binding

0.246822
34 / 235

GO:0097159
organic cyclic compound binding

0.854786
448 / 3635

GO:0098772
molecular function regulator

0.019643
34 / 186

GO:1901363
heterocyclic compound binding

0.856322
447 / 3628


