
GO:0003674
molecular_function

1.000000
321 / 10019

GO:0003824
catalytic activity

0.270912
133 / 3972

GO:0005488
binding

0.182302
157 / 4636

GO:0009055
electron carrier activity

0.006090
15 / 226

GO:0016491
oxidoreductase activity

0.006760
37 / 760

GO:0020037
heme binding

0.000884
14 / 166

GO:0045735
nutrient reservoir activity

0.001025
5 / 25

GO:0046906
tetrapyrrole binding

0.002483
14 / 185

GO:0097159
organic cyclic compound binding

0.757263
89 / 2938

GO:1901363
heterocyclic compound binding

0.747213
89 / 2930


