
GO:0001932
regulation of protein phosphorylation

0.022162
3 / 40

GO:0001933
negative regulation of protein phosphorylation

0.004207
3 / 22

GO:0006139
nucleobase−containing compound metabolic process

0.085254
42 / 2279

GO:0006396
RNA processing

0.425141
5 / 283

GO:0006464
cellular protein modification process

0.417528
22 / 1374

GO:0006468
protein phosphorylation

0.336159
10 / 559

GO:0006469
negative regulation of protein kinase activity

0.003673
3 / 21

GO:0006725
cellular aromatic compound metabolic process

0.016835
52 / 2637

GO:0006793
phosphorus metabolic process

0.296059
25 / 1475

GO:0006796
phosphate−containing compound metabolic process

0.241884
25 / 1429

GO:0006807
nitrogen compound metabolic process

0.086639
50 / 2781

GO:0008150
biological_process

1.000000
154 / 10203

GO:0008152
metabolic process

0.662063
91 / 6161

GO:0009892
negative regulation of metabolic process

0.152532
8 / 346

GO:0009987
cellular process

0.795995
92 / 6388

GO:0010467
gene expression

0.683025
23 / 1639

GO:0010563
negative regulation of phosphorus metabolic process

0.004785
3 / 23

GO:0010605
negative regulation of macromolecule metabolic process

0.083022
8 / 299

GO:0016070
RNA metabolic process

0.364701
27 / 1658

GO:0016310
phosphorylation

0.318891
12 / 674

GO:0019220
regulation of phosphate metabolic process

0.112826
4 / 122

GO:0019222
regulation of metabolic process

0.562398
22 / 1477

GO:0019538
protein metabolic process

0.860235
29 / 2253

GO:0031323
regulation of cellular metabolic process

0.393747
20 / 1228

GO:0031324
negative regulation of cellular metabolic process

0.138785
6 / 232

GO:0031399
regulation of protein modification process

0.122980
4 / 126

GO:0031400
negative regulation of protein modification process

0.004785
3 / 23

GO:0031425
chloroplast RNA processing

0.000374
3 / 10

GO:0032268
regulation of cellular protein metabolic process

0.120943
5 / 173

GO:0032269
negative regulation of cellular protein metabolic process

0.018008
3 / 37

GO:0033673
negative regulation of kinase activity

0.003673
3 / 21

GO:0034641
cellular nitrogen compound metabolic process

0.029112
49 / 2533

GO:0036211
protein modification process

0.417528
22 / 1374

GO:0042325
regulation of phosphorylation

0.025197
3 / 42

GO:0042326
negative regulation of phosphorylation

0.004207
3 / 22

GO:0043086
negative regulation of catalytic activity

0.061861
3 / 60

GO:0043170
macromolecule metabolic process

0.895613
52 / 3909

GO:0043412
macromolecule modification

0.322496
27 / 1624

GO:0043549
regulation of kinase activity

0.019339
3 / 38

GO:0044092
negative regulation of molecular function

0.074856
3 / 65

GO:0044237
cellular metabolic process

0.440794
79 / 5140

GO:0044238
primary metabolic process

0.524904
78 / 5160

GO:0044260
cellular macromolecule metabolic process

0.775400
51 / 3643

GO:0044267
cellular protein metabolic process

0.649970
29 / 2019

GO:0045859
regulation of protein kinase activity

0.019339
3 / 38

GO:0045936
negative regulation of phosphate metabolic process

0.004785
3 / 23

GO:0046483
heterocycle metabolic process

0.040572
48 / 2523

GO:0048519
negative regulation of biological process

0.561048
9 / 602

GO:0048523
negative regulation of cellular process

0.303639
7 / 361

GO:0050789
regulation of biological process

0.943575
30 / 2502

GO:0050790
regulation of catalytic activity

0.443820
3 / 162

GO:0050794
regulation of cellular process

0.854955
27 / 2104

GO:0051174
regulation of phosphorus metabolic process

0.112826
4 / 122

GO:0051246
regulation of protein metabolic process

0.131894
5 / 178

GO:0051248
negative regulation of protein metabolic process

0.018008
3 / 37

GO:0051338
regulation of transferase activity

0.022162
3 / 40

GO:0051348
negative regulation of transferase activity

0.003673
3 / 21

GO:0060255
regulation of macromolecule metabolic process

0.486646
19 / 1225

GO:0065007
biological regulation

0.904210
35 / 2755

GO:0065009
regulation of molecular function

0.567675
3 / 195

GO:0071704
organic substance metabolic process

0.577023
83 / 5544

GO:0071900
regulation of protein serine/threonine kinase activity

0.018008
3 / 37

GO:0071901
negative regulation of protein serine/threonine kinase activ...

0.003184
3 / 20

GO:0080090
regulation of primary metabolic process

0.479096
19 / 1220

GO:0090304
nucleic acid metabolic process

0.142106
35 / 1942

GO:1901360
organic cyclic compound metabolic process

0.017526
54 / 2765


